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This study aims to develop an efficient and comprehensive method for identifying nidoviruses from
environmental water samples, thereby discovering novel nidoviruses and elucidating their evolutionary
history and diversity to better prepare for future nidovirus outbreaks. We designed PCR primers
targeting the RNA-dependent RNA polymerase (RdRp) gene, which is essential for nidovirus
replication, and are conducting highly sensitive and comprehensive surveys of diverse environmental
water samples. The primer sequences and PCR protocols developed in this study will be made publicly

available to facilitate and promote global research on nidovirus discovery and surveillance.
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