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Unraveling the pathophysiology of AKI to CKD transition by integrating
single-cell RNA sequencing and lipidomic analyses

Representative Yamamoto Takeshi, Department of Nephrology, Osaka
University Graduate School of Medicine, Clinical Fellow
Collaborator Okada Yukinori, Department of Statistical Genetics, Osaka
University Graduate School of Medicine
Bamba Takeshi, Division of Metabolomics, Medical Institute
of Bioregulation, Kyushu University
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